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We were interested to read the paper by Maharjan et al. suggesting that reinfection is more common than previously realized in melioidosis (1) . There is one other possibility that they did not consider, which might account for isolates from recurrent melioidosis being genotypically distinct from isolates in primary infection, namely, initial infection with more than one genotype. We report here studies that suggest that this is a not infrequent occurrence.
Eighteen patients with culture-positive melioidosis seen in Ubon Ratchathani, northeastern Thailand, were studied. Fourteen patients yielded the organism from blood, three presented with localized abscesses with no systemic spread, and one had a urinary tract infection. Sets of 10 to 40 colonies (dependent on the total number of colonies per plate) were selected from primary culture plates of specimens from multiple body sites or from subculture of blood culture broths. Isolates were assigned to a BamHI ribotype pattern, and pulsed-field gel electrophoresis (PFGE) of XbaI DNA digests was used to discriminate further within a ribotype (4). Strains were then allocated a ribotype number or PFGE letter as part of a larger study (3) . This showed that 13 of 18 patients were infected with a single strain. In contrast, five patients harbored more than one genotype (Table 1) . Four patients had two distinct genotypes detected, while one (A/C 383) had three. Different genotypes were detected both within a single specimen and from the same patient in samples collected on different days. Figure 1 illustrates the DNA profiles of the isolates from patient U1128. All of the 10 colonies from blood cultures were homogeneous, and the same strain was one of two recovered from a swab of a toe wound in this patient.
A statistical comparison (chi-square test) of the clinical manifestations and outcomes of patients infected with single versus multiple strains revealed that the latter were more associated with an acute presentation (5/13 versus 4/4), septicemia (5/12 versus 4/5), and a fatal outcome (6/13 versus 4/5) (P Ͻ 0.001), suggesting the possibility that this reflected an acute exposure to a large inoculum.
Infection with B. pseudomallei is thought to result from exposure to organisms in the environment. Relatively little is 
